Mapping Our Genes. Genome Projects: How Big, How Fast? Congress of the United States, Office of Technology Assessment by Chen, May C.
BOOK REVIEWS 235
reviewed lacked 13 pages of this information, because I found the section to be well
written and interesting.
The second section of the book offers an admirable synopsis of research on the
effects of prostaglandins on the subjects previously mentioned; that is, malignancy,
surgery, and so on. Each chapter includes a summary of the data pertaining to that
particular subject, without drawing many conclusions. The data consist mainly of
associations between levels ofthese mediators and cellular events or clinical outcomes.
These chapters make it evident that investigation of these topics is in its infancy, and
Dr. Ninnemann has furnished a clear, well-organized account of the available data.
Even though this book did not fulfill my expectations as a synthesis of the research
concerning the immune system's effects on other systems ofthe body, I think that it is
well written and a step in the right direction.
BRAD RATCLIFF
MedicalStudent
Yale UniversitySchool ofMedicine
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In response to the growing public and private interest over sequencing the entire
human genome, the Office of Technology Assessment (created in 1972 as the
analytical branch of the U.S. Congress) sponsored two workshops in the summer of
1987 on issues regarding the human genome project. The present book was published
as a result ofthese workshops, to present the intensified debate among members ofthe
scientific community over the feasibility and necessity of sequencing the human
genome. It addresses scientific, technological, and political aspects of human gene
mapping, with particular emphasis on funding the genome project, coordinating
research activities of current mapping projects (at both the public and the private
level), and keeping track ofresearch efforts both domestically and internationally.
The book begins with a short summary of research efforts from past to present. It
then touches upon current objectives ofthe genome project, controversies ofmapping,
and options for congressional action. Chapters 2 and 3 address the more scientific
aspects of current mapping technologies (RFLP linkage analysis, high- and low-
resolution mapping strategies, automated technology, and others), and applications to
biological and medical research.
Chapter 3 provides a simple but comprehensive survey ofour current understanding
of genetic diseases, including the latest cloning of cDNA probes for single gene
disorders, progress in gene therapy, and the isolation of disease-associated genes.
Applications tomolecular evolution and population biology arealsodiscussed. Chapter
4 examines the social and ethical considerations. For example, issues that involve
sequencing the human genome in whole or in part and applications ofthe new genetic
information must be considered. The issue ofcommercialization, eugenics, reproduc-
tive choices, and individual attitudes are presented with the goal ofclarifying but not
resolving relevant problems.
The final four chapters address the congressional recommendations for funding,
organization, and international cooperation. While some might find a comprehensive
discussion of the different organizational levels (as options for coordinating the236 BOOK REVIEWS
different sequencing activities which presently exist) rather tedious, it does provide
insight into the role ofadministration and government intervention for such a massive
project. The final chapter offers useful, comprehensive information on current
research being conducted internationally; it also discusses what cooperation the U.S.
can expect from various countries. Other relevant information, regarding contract
reports, estimated costs of human genome projects, and data bases, are appropriately
included in the appendices.
While this volume does not resolve the controversial scientific and political issues
surrounding the human genome project, it does provide a comprehensive review ofthe
latest progress in gene mapping and is recommended for anyone interested in gaining
some insight into one ofthe most widely debated issues ofthe day.
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